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Please amend the application as follows: 



In the Specification 



Please replace the paragraph at page 1, line 13 through page 2, line 16, with the following 
paragraph: 




Lyme disease begins at the site of a tick bite, producing a primary infection with spread of 
the organism to secondary sites occurring early in the course of infection. Lyme disease is a 
progressive multi-system disorder and is the most common vector-borne disease in both North 
America and Europe. This disease was first described as a focus of pediatric arthritis patients in 
Old Lyme, CT (Steere, A.C., et al, Arth. Rheum., 20:17 (1977)). The association of this 
syndrome with the bite of the deer tick, Ixodes scapularis, led to the identification of the 
spirochete Borrelia burgdorferi as the causative agent (Burgdorfer, W., et al, Science, 216:1 SH- 
IS 19 (1982)). As culture isolation of the bacterium fi-om clinical and field samples became more 
efficient, Baranton and colleagues described three pathogenic genospecies, B. burgdorferi sensu 
stricto (B, burgdorferi or B.b.s.s.), B. afzelii, and B. garinii (Baraton, G., et al, Int. 7. Syst. 
Bacteriol, 42:378-383 (1992)). These are members of a species complex, B. burgdorferi sensu 
lato, which consists of at least 10 different genospecies (Piken, R.N., et al, J. Invest: Dermatol, 
1 10:211-214 (1998); Postic, D., et al. Int. J. Syst. BacterioL, 44:743-752 (1994); 
Valsangiacomo, C.T., etaL, Int. J. Syst. Bacteriol, 47.T-10 (1997)). B. burgdorferi, B. afzelii 
and B. garinii are thought to be pathogenic and all are found in Europe, but in North America, B. 
burgdorferi is the only pathogenic genospecies found. Each of these three genospecies is 
associated with distinct clinical manifestations (Van Dam, A. P. et al,, Clin. Infect. Dis., 17:708- 
717 (1993)). This implies that differences in genospecies may play an important role in the wide 
array of clinical manifestations observed in Lyme Disease. 
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.. , .™ in lines 18-26 with the following paragraph: 
Please replace the paragraph at page 10, lines 18 ^o, ^ 



- ;;—;;;;;j:,,chas been transfer between st«ins and even benveen 
ge„ospec,es(Wang,-K.»-.,G«,,c./5/:15-30(199S,).This,s„o.t™^^ 

:„,ge„es(..n.^,O.B.-..,.™^^^^^^ 

".0(U.Thiss„ggests.ha.oncean.pC..^ 
lla:hae.gr„„n.,thereislit.,eornose,eetionforanothersin,i— 

Thus, each ntajor ospC ^oup represents a clonal population descended ton, a stngle^ 

recombination. 



Please 



replace the paragraph at page 43. lines mwitl^^ 



TABLE Vn 

OspC Polypeptides and Chimeric Polypeptides of the Present Invention 
' SEQ1DN0.:(DNA) (POLYPEPTIDES) 



POLYPEPTIDE 





